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Instructors

Dr. Akira Cortal ( PairXBio- Singapore)

Marc Elosua (CNAG - Barcelona, Spain)

Mario Acera (Josep Carreras Institute, - Barcelona, Spain)

Paula Nieto (CNAG - Barcelona, Spain)

Nicolas Nottet (Syneos Health Translational Sciences - Biot France)
Dr. Charlotte Soneson (FMI - Basel, Swizerland)

Dr. Andres Quintero (BioQuant-Zentrum - Heidelberg - Germany)

Dr. Georges Emanuel (Vizgen)

Dr. Christophe Fleury (10X Genomics)
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Program

This fourth edition of the school will be held from 09 January 2022 to 14th january 2022 at the G Course material>
Roscoff Biological Station (France).
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Gala Dinner

Restaurant L’écume des jours

A survey will be sent today to choose your menu



Specific instructions

* Wear a mask in all circumstances

* Always sit at the same place in the classroom

* A disinfectant solution is at your disposal to clean your desk

» Respect the directions of movement in buildings

* Respect social distancing (min 1m) at all time

» Coffee breaks : drink your coffee / tea outside when possible

» Lunch served at 1pm, dinner at 7:30pm. Please be on time. 2 people per table at most.
* Autotests covid available on request (ask one of the organizers)

 Sanitary pass checked at the same time as signatures attesting your presence (mornings)



